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Supplementary Figure 

 

The figure below is available as supplementary figure, 

Figure S1: Allelic diversity at the 10 microsatellite loci markers computed from the allelic frequencies data. 
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Figure S1. Allelic diversity at the 10 microsatellite loci markers computed from the allelic frequencies data. Allelic 

frequencies were generated from the predominant allele data using GeneMarker V3.0.1 (SoftGenetics, LLC).  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 


